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<210> 1 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Val Phe Ala Phe Trp Lys Val Phe Leu lie Leu Ser Cys Leu Ala 
15 10 15 

Gly Gin Val Ser Val Val Gin Val Thr lie Pro Asp Gly Phe Val Asn 
20 25 30 

Val Thr Val Gly Ser Asn Val Thr Leu lie Cys lie Tyr Thr Thr Thr 
35 40 45 

Val Ala Ser Arg Glu Gin Leu Ser lie Gin Trp Ser Phe Phe His Lys 
50 55 60 

Lys Glu Met Glu Pro lie Ser lie Tyr Phe Ser Gin Gly Gly Gin Ala 
65 70 75 80 

Val Ala lie Gly Gin Phe Lys Asp Arg lie Thr Gly Ser Asn Asp Pro 
85 90 95 

Gly Asn Ala Ser lie Thr lie Ser His Met Gin Pro Ala Asp Ser Gly 
100 105 110 

He Tyr He Cys Asp Val Asn Asn Pro Pro Asp Phe Leu Gly Gin Asn 

115 120 125 

Gin Gly He Leu Asn Val Ser Val Leu Val Lys Pro Ser Lys Pro Leu 
130 135 140 



Cys Ser Val Gin Gly Arg Pro Glu Thr Gly His Thr He Ser Leu Ser 
145 150 155 160 
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Cys Leu Ser Ala Leu Gly Thr Pro Ser Pro Val Tyr Tyr Trp His Lys 
165 170 175 

Leu Glu Gly Arg Asp lie Val Pro Val Lys Glu Asn Phe Asn Pro Thr 
180 185 190 

Thr Gly lie Leu Val He Gly Asn Leu Thr Asn Phe Glu Gin Gly Tyr 
195 200 205 

Tyr Gin Cys Thr Ala He Asn Arg Leu Gly Asn Ser Ser Cys Glu He 
210 215 220 

Asp Leu Thr Ser Ser His Pro Glu Val Gly He He Val Gly Ala Leu 
225 230 235 240 

He Gly Ser Leu Val Gly Ala Ala He He He Ser Val Val Cys Phe 
245 250 255 

Ala Arg Asn Lys Ala Lys Ala Lys Ala Lys Glu Arg Asn Ser Lys Thr 
260 265 270 

He Ala Glu Leu Glu Pro Met Thr Lys He Asn Pro Arg Gly Glu Ser 
275 280 285 

Glu Ala Met Pro Arg Glu Asp Ala Thr Gin Leu Glu Val Thr Leu Pro 
290 295 300 

Ser Ser He His Glu Thr Gly Pro Asp Thr He Gin Glu Pro Asp Tyr 
305 310 315 320 

Glu Pro Lys Pro Thr Gin Glu Pro Ala Pro Glu Pro Ala Pro Gly Ser 
325 330 335 

Glu Pro Met Ala Val Pro Asp Leu Asp He Glu Leu Glu Leu Glu Pro 
340 345 350 

Glu Thr Gin Ser Glu Leu Glu Pro Glu Pro Glu Pro Glu Pro Glu Ser 
355 360 365 

Glu Pro Gly Val Val Val Glu Pro Leu Ser Glu Asp Glu Lys Gly Val 
370 375 380 

Val Lys Ala 
385 



<210> 2 

<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Val Gly Lys Met Trp Pro Val Leu Trp Thr Leu Cys Ala Val Arg 
15 10 15 



Val Thr Val Asp Ala He Ser Val Glu Thr Pro Gin Asp Val Leu Arg 
20 25 30 
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Ala Ser Gin Gly Lys Ser Val Thr 
35' 40 

Thr Ser Ser Arg Glu Gly Leu lie 
50 55 

His Thr Glu Arg Val Val He Trp 
65 70 

His Gly Glu Leu Tyr Lys Asn Arg 
85 

Gin Ser Asp Ala Ser He Thr He 
100 

Gly Thr Tyr Glu Cys Ser Val Ser 
115 120 



Leu Pro Cys Thr Tyr His Thr Ser 
45 

Gin Trp Asp Lys Leu Leu Leu Thr 
60 

Pro Phe Ser Asn Lys Asn Tyr He 
75 80 

Val Ser He Ser Asn Asn Ala Glu 
90 95 

Asp Gin Leu Thr Met Ala Asp Asn 
105 110 

Leu Met Ser Asp Leu Glu Gly Asn 
125 



Thr Lys Ser Arg Val 
130 

Glu Cys Gly He Glu 
145 

Thr Cys Gin Ser Lys 
165 

Arg Tyr Asn He Leu 
180 

Gly Gin Pro Val Ser 
195 

Tyr He Cys Thr Ser 
210 

Thr Val Ala Val Arg 

225 

He Ala Val Gly Val 
245 

Tyr Cys Cys Cys Cys 
260 

Asp Ala Arg Pro Asn 
275 

Arg Glu Leu Ser Arg 
290 

Glu Gin Arg Ser Thr 
305 



Arg Leu Leu Val Leu Val 
135 

Gly Glu Thr He He Gly 

150 155 

Glu Gly Ser Pro Thr Pro 
170 

Asn Gin Glu Gin Pro Leu 
185 

Leu Lys Asn He Ser Thr 
200 

Ser Asn Glu Glu Gly Thr 
215 

Ser Pro Ser Met Asn Val 
230 235 

Val Ala Ala Leu He He 
250 

Arg Gly Lys Asp Asp Asn 
265 

Arg Glu Ala Tyr Glu Glu 
280 

Glu Arg Glu Glu Glu Asp 
295 

Gly Arg Glu Ser Pro Asp 
310 315 



Pro Pro Ser Lys Pro 
140 

Asn Asn He Gin Leu 
160 

Gin Tyr Ser Trp Lys 
175 

Ala Gin Pro Ala Ser 
190 

Asp Thr Ser Gly Tyr 
205 

Gin Phe Cys Asn He 
220 

Ala Leu Tyr Val Gly 
240 

He Gly He He He 
255 

Thr Glu Asp Lys Glu 
270 

Pro Pro Glu Gin Leu 
285 

Asp Tyr Arg Gin Glu 
300 

His Leu Asp Gin 



<210> 3 
<211> 1910 
<212> DNA 
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<213> Homo sapiens 
<400> 3 

cttcttgtgg tagggacctc tcctcagtat ttgaaactaa ccagcatctg acagatttcg 60 
aatttgtaaa aaataccctc gaagattcag gaatgaagct tctgtgtgaa ggattaaaac 120 
agcccaactg tgtattacag acattgaggt ggtaccggtg ccttatctct tctgcttctt 180 
gtggggctct agcagctgtt cttagcacca gtcagtggct cactgaactg gaatttagtg 240 
agacaaaact ggaagcttca gctttgaaat tgctctatgg aggcttaaaa gatccaaatt 3 00 
gcaaattaca gaagctcaac ttgcagtttt ctttatctgt aaccgctgca aaacttccag 360 
ttggaatggt tggaaattgt tctggtttct cgggatcatt ggtgcaatct cattttggct 420 
actgtcagga cagttctttc aaatgtgatc tttgtaagct gctctggcct tccaccagag 480 
ttgctgctgc aaaggattgt gggagtccta agtccttcct atcagaaggg ctgaactggg 540 
caggaagact tgaggcagtg gaggaggttt tggggttggg ggtgcttgta cagcccggtg 600 
acccagcatc tcagggtggg gggcattgtg aaaactatgg gtcttttaga gacttggtgg 660 
acttagaagt caaggcagaa ccaagcctga gaaaaggtgg tatggatctc cagagaccca 720 
ccctacaagt tgtcctcctt tgcaaaatct tctccctcaa actatttctc tttattgcat 780 
tgcctaattc tcctggtcag gttagtgtgg tgcaagtgac catcccagac ggtttcgtga 840 
acgtgactgt tggatctaat gtcactctca tctgcatcta caccaccact gtggcctccc 900 
gagaacagct ttccatccag tggtctttct tccataagaa ggagatggag ccaatttcta 960 
tttacttttc tcaaggtgga caagctgtag ccatcgggca atttaaagat cgaattacag 102 0 
ggtccaacga tccaggtaat gcatctatca ctatctcgca tatgcagcca gcagacagtg 1080 
gaatttacat ctgcgatgtt aacaaccccc cagactttct cggccaaaac caaggcatcc 1140 
tcaacgtcag tgtgttagtg aaaccttcta agcccctttg tagcgttcaa ggaagaccag 1200 
aaactggcca cactatttcc ctttcctgtc tctctgcgct tggaacacct tcccctgtgt 1260 
actactggca taaacttgag ggaagagaca tcgtgccagt gaaagaaaac ttcaacccaa 132 0 
ccaccgggat tttggtcatt ggaaatctga caaattttga acaaggttat taccagtgta 1380 
ctgccatcaa cagacttggc aatagttcct gcgaaatcga tctcacttct tcacatccag 144 0 
aagttggaat cattgttggg gccttgattg gtagcctggt aggtgccgcc atcatcatct 1500 
ctgttgtgtg cttcgcaagg aataaggcaa aagcaaaggc aaaagaaaga aattctaaga 1560 
ccatcgcgga acttgagcca atgacaaaga taaacccaag gggagaaagc gaagcaatgc 1620 
caagagaaga cgctacccaa ctagaagtaa ctctaccai,tc ttccattcat gagactggcc 1680 
ctgataccat ccaagaacca gactatgagc caaagcctac tcaggagcct gccccagagc 1740 
ctgccccagg atcagagcct atggcagtgc ctgaccttga catcgagctg gagctggagc 1800 
cagaaacgca gtcggaattg gagccagagc cagagccaga gccagagtca gagcctgggg 1860 
ttgtagttga gcccttaagt gaagatgaaa agggagtggt taaggcatag 1910 



<210> 4 
<211> 402 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asp Leu Gin Arg Pro Thr Leu Gin Val Val Leu Leu Cys Lys lie 
15 10 15 

Phe Ser Leu Lys Leu Phe Leu Phe lie Ala Leu Pro Asn Ser Pro Gly 
20 25 30 

Gin Val Ser Val Val Gin Val Thr lie Pro Asp Gly Phe Val Asn Val 
35 40 45 

Thr Val Gly Ser Asn Val Thr Leu lie Cys lie Tyr Thr Thr Thr Val 
50 55 60 

Ala Ser Arg Glu Gin Leu Ser lie Gin Trp Ser Phe Phe His Lys Lys 
65 70 75 80 



Glu Met Glu Pro lie Ser lie Tyr Phe Ser Gin Gly Gly Gin Ala Val 
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85 90 95 

Ala He Gly Gin Phe Lys Asp Arg He Thr Gly Ser Asn Asp Pro Gly 
100 105 110 

Asn Ala Ser He Thr He Ser His Met Gin Pro Ala Asp Ser Gly He 
115 120 125 

Tyr He Cys Asp Val Asn Asn Pro Pro Asp Phe Leu Gly Gin Asn Gin 
130 135 140 

Gly He Leu Asn Val Ser Val Leu Val Lys Pro Ser Lys Pro Leu Cys 
145 150 155 160 

Ser Val Gin Gly Arg Pro Glu Thr Gly His Thr He Ser Leu Ser Cys 
165 170 175 

Leu Ser Ala Leu Gly Thr Pro Ser Pro Val Tyr Tyr Trp His Lys Leu 
180 185 190 

Glu Gly Arg Asp He Val Pro Val Lys Glu Asn Phe Asn Pro Thr Thr 
195 200 205 

Gly He Leu Val He Gly Asn Leu Thr Asn Phe Glu Gin Gly Tyr Tyr 
210 215 220 

Gin Cys Thr Ala He Asn Arg Leu Gly Asn Ser Ser Cys Glu He Asp 
225 230 235 240 

Leu Thr Ser Ser His Pro Glu Val Gly He He Val Gly Ala Leu He 
245 250 255 

Gly Ser Leu Val Gly Ala Ala He He He Ser Val Val Cys Phe Ala 
260 265 270 

Arg Asn Lys Ala Lys Ala Lys Ala Lys Glu Arg Asn Ser Lys, Thr He 
275 280 285 

Ala Glu Leu Glu Pro Met Thr Lys He Asn Pro Arg Gly Glu Ser Glu 
290 295 300 

Ala Met Pro Arg Glu Asp Ala Thr Gin Leu Glu Val Thr Leu Pro Ser 
305 310 315 320 

Ser He His Glu Thr Gly Pro Asp Thr He Gin Glu Pro Asp Tyr Glu 
325 330 335 

Pro Lys Pro Thr Gin Glu Pro Ala Pro Glu Pro Ala Pro Gly Ser Glu 
340 345 350 

Pro Met Ala Val Pro Asp Leu Asp He Glu Leu Glu Leu Glu Pro Glu 
355 360 365 

Thr Gin Ser Glu Leu Glu Pro Glu Pro Glu Pro Glu Pro Glu Ser Glu 
370 375 380 

Pro Gly Val Val Val Glu Pro Leu Ser Glu Asp Glu Lys Gly Val Val 
385 390 395 400 
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Lys Ala 



<2lo> 5 

<211> 1045 

<212> DNA 

<213> Homo sapiens 

<400> 5 

actgttggat ctaatgtcac tctcatctgc 
cagctttcca tccagtggtc tttcttccat 
ttttctcaag gtggacaagc tgtagccatc 
aacgatccag gtaatgcatc tatcactatc 
tacatctgcg atgttaacaa ccccccagac 
gtcagtgtgt tagtgaaacc ttctaagccc 
ggccacacta tttccctttc ctgtctctct 
tggcataaac ttgagggaag agacatcgtg 
gggattttgg tcattggaaa tctgacaaat 
atcaacagac ttggcaatag ttcctgcgaa 
ggaatcattg ttggggcctt gattggtagc 
gtgtgcttcg caaggaataa ggcaaaagca 
gcggaacttg agccaatgac aaagataaac 
gaagacgcta cccaactaga agtaactcta 
accatccaag aaccagacta tgagccaaag 
ccaggatcag agcctatggc agtgcctgac 
acgcagtcgg aattggagcc agagccagag 
gttgagccct taagtgaaga tgaaa 



atctacacca ccactgtggc ctcccgagaa 60 
aagaaggaga tggagccaat ttctatttac 120 
gggcaattta aagatcgaat tacagggtcc 180 
tcgcatatgc agccagcaga cagtggaatt 24 0 
tttctcggcc aaaaccaagg catcctcaac 3 00 
ctttgtagcg ttcaaggaag accagaaact 360 ' 
gcgcttggaa caccttcccc tgtgtactac 42 0 
ccagtgaaag aaaacttcaa cccaaccacc 480 
tttgaacaag gttattacca gtgtactgcc 540 
atcgatctca cttcttcaca tccagaagtt 600 
ctggtaggtg ccgccatcat catctctgtt 660 
aaggcaaaag aaagaaattc taagaccatc 720 
ccaaggggag aaagcgaagc aatgccaaga 7 80 
ccatcttcca ttcatgagac tggccctgat 84 0 
cctactcagg agcctgcccc agagcctgcc 900 
cttgacatcg agctggagct ggagccagaa 960 
ccagagccag agtcagagcc tggggttgta 1020 

1045 



<210> 6 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Thr Val Gly Ser Asn Val Thr Leu lie Cys lie Tyr Thr Thr Thr Val 
15 10 15 

Ala Ser Arg Glu Gin Leu Ser lie Gin Trp Ser Phe Phe His Lys Lys 
20 25 30 

Glu Met Glu Pro He Ser He Tyr Phe Ser Gin Gly Gly Gin Ala Val 
35 40 45 

Ala He Gly Gin Phe Lys Asp Arg He Thr Gly Ser Asn Asp Pro Gly 
50 55 60 

Asn Ala Ser He Thr He Ser His Met Gin Pro Ala Asp Ser Gly He 
65 70 75 80 

Tyr He Cys Asp Val Asn Asn Pro Pro Asp Phe Leu Gly Gin Asn Gin 
85 90 95 

Gly He Leu Asn Val Ser Val Leu Val Lys Pro Ser Lys Pro Leu Cys 
100 105 110 

Ser Val Gin Gly Arg Pro Glu Thr Gly His Thr He Ser Leu Ser Cys 
115 120 125 
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Leu Ser Ala Leu Gly Thr Pro Ser Pro Val Tyr Tyr Trp His Lys Leu 
130 135 140 

Glu Gly Arg Asp He Val Pro Val Lys Glu Asn Phe Asn Pro Thr Thr 
145 150 155 160 

Gly He Leu Val He Gly Asn Leu Thr Asn Phe Glu Gin Gly Tyr Tyr 
165 170 175 

Gin Cys Thr Ala He Asn Arg Leu Gly Asn Ser Ser Cys Glu He Asp 
180 185 190 

Leu Thr Ser Ser His Pro Glu Val Gly He He Val Gly Ala Leu He 
195 200 205 

Gly Ser Leu Val Gly Ala Ala He He He Ser Val Val Cys Phe Ala 
210 215 220 

Arg Asn Lys Ala Lys Ala Lys Ala Lys Glu Arg Asn Ser Lys Thr He 
225 230 235 240 

Ala Glu Leu Glu Pro Met Thr Lys He Asn Pro Arg Gly Glu Ser Glu 
245 250 255 

Ala Met Pro Arg Glu Asp Ala Thr Gin Leu Glu Val Thr Leu Pro Ser 
260 265 270 

Ser He His Glu Thr Gly Pro Asp Thr He Gin Glu Pro Asp Tyr Glu 
275 280 285 

Pro Lys Pro Thr Gin Glu Pro Ala Pro Glu Pro Ala Pro Gly Ser Glu 
290 295 300 

Pro Met Ala Val Pro Asp Leu Asp He Glu Leu Glu Leu Glu Pro Glu 
305 310 315 320 

Thr Gin Ser Glu Leu Glu Pro Glu Pro Glu Pro Glu Pro Glu Ser Glu 
325 330 335 

Pro Gly Val Val Val Glu Pro Leu Ser Glu Asp Glu 
340 345 



<210> 7 

<211> 1403 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tgtgcaggca acaggaaaca aatacagagg 
gtgagaaagg ctctgaacga gacacacacc 
tcctacacac cttcctgggc aactgccagc 
ggcagtgtct gggccctcag ctccccctcc 
gaccccacgg gatacccagc ccagacggag 
gaggagcatt ccaccttcta ctcgtgtgcc 
tcaacgggga tggacaggag gtcctgtacc 
gcccctacgt cctggaccct gaggactatg 
aggtcaactc agaccccgcc caccaccgag 



gcagagcaag gattggtcag gacgggctta 60 
agctgcagct tcgtactgac gcctgccagc 12 0 
9gg9caaggc aggcctgggg ccaccctgca 180 
ctccacctac cccctcacac ccaccactac 240 
gaaacaccga gcctagagac atgagagttg 3 00 
tgagcccagc actgctgtct gctgtgcgga 360 
tggcagaagg tgataatgtg aggctgggct 420 
gtcccaatgg gctggacatc gagtggatgc 480 
agaacgtgtt ccttagttac caggacaaga 540 
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ggatcaacca tggcagcctt ccccatctgc 
caagccagta cgatgcctcc atcaacctca 
atgagtgccg ggtgaagaag accaccatgg 
cacgacctgc agtgcccatg tgctggacag 
tgctgaagtg ctatgccagt gggggctccc 
gtgggcacca ttacccctat cgagctgggt 
agctgtccta ccaggagtcc ttccacagct 
tggtgttgaa ggatatctcc agagcagatg 
acgtgggcta cagtgtttgt gtggtggagg 
tgatcatcgg catcgtcctg ggctctctgc 
gtggcgcccg ggtgcaaggc cagcgggcgc 
ccgacgcaga acgtcagccg ctccctgcgc 
ccgaggacgt ggccctggcg ccctgcaccg 
cggtctacgt caaggtcaag agcgcggagc 
gcaagaacgg cctcttggtg tga 



agcagagggt ccgctttgca gcctcagacc 600 
tgaacctgca ggtatctgat acagccactt 660 
ccacccggaa ggtcattgtc actgtccaag 72 0 
agggccacat gacatatggc aacgatgtgg 780 
agcccctctc ctacaagtgg gccaagatca 840 
cttacacctc ccagcacagc taccactcag 900 
ccataaacca aggcctgaac aatggggacc 960 
atgggctgta tcagtgcaca gtggccaaca 1020 
tgaaggtctc agactcccgg cgtataggcg 1080 
tcgcgctggg ctgcctggcc agaggacgcc 1140 
ggcagccgcg tcacccacct cctggggtac 12 00 
cgcaatacgc gcctcccccc tgcggcggcc 12 60 
ccgccgccgc ctgcgaagcg ggcccctccc 132 0 
cggctgactg cgccgagggg ccggtgcagt 1380 

1403 



<210> 8 
<211> 370 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Arg Val Gly Gly Ala Phe His Leu Leu Leu Val Cys Leu Ser Pro 
15 10 15 

Ala Leu Leu Ser Ala Val Arg He Asn Gly Asp Gly Gin Glu Val Leu 
20 25 30 

Tyr Leu Ala Glu Gly Asp Asn Val Arg Leu Gly Cys Pro Tyr Val Leu 
35 40 45 



Asp Pro Glu Asp Tyr Gly Pro Asn Gly Leu Asp He Glu Trp Met Gin 
50 55 60 

Val Asn Ser Asp Pro Ala His His Arg Glu Asn Val Phe Leu Ser Tyr 
65 70 75 80 

Gin Asp Lys Arg He Asn His Gly Ser Leu Pro His Leu Gin Gin Arg 
85 90 95 

Val Arg Phe Ala Ala Ser Asp Pro Ser Gin Tyr Asp Ala Ser He Asn 
100 105 110 

Leu Met Asn Leu Gin Val Ser Asp Thr Ala Thr Tyr Glu Cys Arg Val 
115 120 125 

Lys Lys Thr Thr Met Ala Thr Arg Lys Val He Val Thr Val Gin Ala 
130 135 140 

Arg Pro Ala Val Pro Met Cys Trp Thr Glu Gly His Met Thr Tyr Gly 
145 150 155 160 

Asn Asp Val Val Leu Lys Cys Tyr Ala Ser Gly Gly Ser Gin Pro Leu 
165 170 175 

Ser Tyr Lys Trp Ala Lys He Ser Gly His His Tyr Pro Tyr Arg Ala 
180 185 190 
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Gly Ser Tyr Thr Ser Gin His Ser Tyr His Ser Glu Leu Ser Tyr Gin 
195 200 205 

Glu Ser Phe His Ser Ser lie Asn Gin Gly Leu Asn Asn Gly Asp Leu 
210 215 220 

Val Leu Lys Asp He Ser Arg Ala Asp Asp Gly Leu Tyr Gin Cys Thr 
225 230 235 240 

Val Ala Asn Asn Val Gly Tyr Ser Val Cys Val Val Glu Val Lys Val 
245 250 255 

Ser Asp Ser Arg Arg He Gly Val He He Gly He Val Leu Gly Ser 
260 265 270 

Leu Leu Ala Leu Gly Cys Leu Ala Arg Gly Arg Arg Gly Ala Arg Val 
275 280 285 

Gin Gly Gin Arg Ala Arg Gin Pro Arg His Pro Pro Pro Gly Val Pro 
290 295 300 

Asp Ala Glu Arg Gin Pro Leu Pro Ala Pro Gin Tyr Ala Pro Pro Pro 
305 310 315 320 

Cys Gly Gly Pro Glu Asp Val Ala Leu Ala Pro Cys Thr Ala Ala Ala 
325 330 335 

Ala Cys Glu Ala Gly Pro Ser Pro Val Tyr Val Lys Val Lys Ser Ala 
340 345 350 

Glu Pro Ala Asp Cys Ala Glu Gly Pro Val Gin Cys Lys Asn Gly Leu 
355 360 365 

Leu Val 
370 



<210> 9 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Gin Glu Val Leu Tyr Leu Ala Glu Gly Asp Asn Val Arg Leu Gly Cys 
15 10 15 

Pro Tyr Val Leu Asp Pro Glu Asp Tyr Gly Pro Asn Gly Leu Asp He 
20 25 30 

Glu Trp Met Gin Val Asn Ser Asp Pro Ala His His Arg Glu Asn Val 
35 40 45 

Phe Leu Ser Tyr Gin Asp Lys Arg He Asn His Gly Ser Leu Pro His 
50 55 60 



Leu Gin Gin Arg Val Arg Phe Ala Ala Ser Asp Pro Ser Gin Tyr Asp 
65 70 75 80 
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Ala Ser He Asn Leu Met Asn Leu Gin Val Ser Asp Thr Ala Thr Tyr 
85 90 95 

Glu Cys Arg Val Lys Lys Thr Thr Met Ala Thr Arg Lys Val He Val 
100 105 110 

Thr Val Gin Ala Arg Pro Ala Val Pro Met Cys Trp Thr Glu Gly His 
115 120 125 

Met Thr Tyr Gly Asn Asp Val Val Leu Lys Cys Tyr Ala Ser Gly Gly 
130 135 140 

Ser Gin Pro Leu Ser Tyr Lys Trp Ala Lys lie Ser Gly His His Tyr 
145 150 155 160 

Pro Tyr Arg Ala Gly Ser Tyr Thr Ser Gin His Ser Tyr His Ser Glu 
165 170 175 

Leu Ser Tyr Gin Glu Ser Phe His Ser Ser He Asn Gin Gly Leu Asn 
180 185 190 

Asn Gly Asp Leu Val Leu Lys Asp He Ser Arg Ala Asp Asp Gly Leu 
195 200 205 

Tyr Gin Cys Thr Val Ala Asn Asn Val Gly Tyr Ser Val Cys Val Val 
210 215 220 

Glu Val Lys Val 
225 



<210> 10 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Gin Asp Val Leu Arg Ala Ser Gin Gly Lys Ser Val Thr Leu Pro Cys 
15 10 15 

Thr Tyr His Thr Ser Thr Ser Ser Arg Glu Gly Leu He Gin Trp Asp 
20 25 30 

Lys Leu Leu Leu Thr His Thr Glu Arg Val Val He Trp Pro Phe Ser 
35 40 45 

Asn Lys Asn Tyr He His Gly Glu Leu Tyr Lys Asn Arg Val Ser He 
50 55 60 

Ser Asn Asn Ala Glu Gin Ser Asp Ala Ser He Thr He Asp Gin Leu 
65 70 75 80 

Thr Met Ala Asp Asn Gly Thr Tyr Glu Cys Ser Val Ser Leu Met Ser 
85 90 95 

Asp Leu Glu Gly Asn Thr Lys Ser Arg Val Arg Leu Leu Val Leu Val 
100 105 110 



Pro Pro Ser Lys Pro Glu Cys Gly He Glu Gly Glu Thr He He Gly 
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115 120 

Asn Asn He Gin Leu Thr Cys Gin 
130 135 

Gin Tyr Ser Trp Lys Arg Tyr Asn 
145 150 

Ala Gin Pro Ala Ser Gly Gin Pro 
165 

Asp Thr Ser Gly Tyr Tyr He Cys 
180 

Gin Phe Cys Asn He Thr Val Ala 
195 200 



125 

Ser Lys Glu Gly Ser Pro Thr Pro 
140 

He Leu Asn Gin Glu Gin Pro Leu 
155 160 

Val Ser Leu Lys Asn He Ser Thr 
170 175 

Thr Ser Ser Asn Glu Glu Gly Thr 
185 190 

Val 



<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 11 

actgttggat ctaatgtcac 20 



<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sec[uence : Synthetic 
primer 

<400> 12 

aaggtttcac taacacactg 20 



<210> 13 
<211> 25 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 13 



gaaggagatg gagccaattt ctatt 



25 
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<210> 14 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 14 

cctgtaattc gatctttaaa ttgcc 25 



<210> 15 
<211> 31 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Description of Artificial Seqiience: Synthetic 
primer 

<400> 15 

cttttctcaa ggtggacaag ctgtagccat c 31 



<210> 16 

<211> 600 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ggtagtgaca actgccagtg tttcaaaaaa 
aaatgaatgc tttttagctt cataacccct 
gaaacgatat agtaccaatt tactaactta 
tgtaagactc atggaaatat ttgaaattaa 
tctcttccaa ccatatcccc cagcccaagt 
atgagactta gagaatctgt gtacaaggag 
ttaacacagt agcaaatata tcaaggaaac 
caaatctgta ctgaaaaaag tctatacgca 
ggcgatgccc agcagataag ccaggcaaac 
ctcagcctag tccaggcaag ctactggcac 



gagtaacata tccagagttt gttcacacag 60 
gtgcccttcc cgtgagcccc atctccccag 12 0 
atttgtaaaa ggaggttagt gaatcaattc 180 
ttagccttgt cagcttttat ttgcataggc 240 
acaacgtttt agtaagattg attttaaaca 3 00 
cttgaataat ttaaatgcgt gggtttatta 3 60 
acgccccatg aaaagtgttt caaagaaaca 420 
ataagtaagc ccaaagaggc atgtttgctt 480 
ctcggtgtga tcgaagaagc caatttgaga 540 
ctgctgctct caactaacct ccacacaatg 600 



<210> 17 

<211> 600 

<212> DNA 

<213> Mus musculus 

<400> 17 

ggatttgctg acagtccaat cactggaaag 
atttttagcc tgggactggt acaaattatt 
gaccattcag gaagctgttg ctttaggcta 
aggttggaga tgggacaaat ctaccattca 
tgggaagaac tggaggaggc cctccaagta 
taaacaatgt aacctaagag aatctgtgta 
ttattattaa cacagtagca aatatatcaa 
aataaacaca gatttgttca gagagaactc 
atttgcttgg tgatgcccag ccgataagcc 



tgttactgga aatgccttat tagagttgag 60 
acataggatg aaggagaaag aaacccagga 120 
acgtaatatc tagaacaaaa tggaagcagc 180 
ctttagaagc agcaggacca agatatctta 24 0 
caactttctt tttttaaaaa gggttgattt 3 00 
caaagaactg aaaggattta agtgcgtggt 360 
ggggacacac cccgggggaa aagggtttca 420 
agtgcccaat aagcaagcgt aaggaggcct 4 80 
aggctgtgac tgaagaagcc aatttgaaac 540 
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tcagcctagt tcaggcagcc ttcggactgg cacctgctgc tccaagcgac tttcagcatg 600 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 18 

tgcccatgtg ctggacagag 



Sequence : Synthetic 



20 



<210> 19 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 19 

cacgttgttg gccactgtgc 20 



<210> 20 

<211> 399 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (399) 

<400> 20 

atg agg tgc ctt gtt cag ttt ctg ggg ctg ctt gtg etc tgg ate cct 4 8 

Met Arg Cys Leu Val Gin Phe Leu Gly Leu Leu Val Leu Trp lie Pro 
15 10 15 

gga gcc att ggg gat att gtg atg act cag get gea ccc tet gtc cct 96 
Gly Ala lie Gly Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro 
20 25 30 

gtc act cct gga gag tea gta tec ate tec tgc agg tet agt aeg agt 144 
Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg Ser Ser Thr Ser 
35 40 45 

etc ctg cat agt aat ggc aac act tac ttg tat tgg ttc ctg cag agg 192 
Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg 
50 55 60 

cea ggc cag tet cct cag etc ctg ata tat egg atg tec aac ctt gee 240 
Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala 
65 70 75 80 
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tea gga gtc cca gac agg ttc agt ggc agt ggg tea gga act get ttc 288 
Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe 
85 90 95 

aca ctg aga ate agt aga gtg gag get gag gat gtg ggt att tat tac 336 
Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr 
100 105 110 

tgt atg caa cat eta gaa tat cct ttc aeg ttc gga ggg ggg ace aaa 3 84 
Cys Met Gin His Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys 
115 120 125 

ctg gaa ata aaa egg 399 
Leu Glu He Lys Arg 
130 



<210> 21 
<211> 133 
<212> PRT 

<213> Mus museulus 
<400> 21 

Met Arg Cys Leu Val Gin Phe Leu Gly Leu Leu Val Leu Trp He Pro 
15 10 15 

Gly Ala He Gly Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro 
20 25 30 

Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg Ser Ser Thr Ser 
35 40 45 

Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg 
50 55 60 

Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala 
S5 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe 
85 90 95 

Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr 
100 105 110 

Cys Met Gin His Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys 
115 120 125 

Leu Glu He Lys Arg 
130 



<210> 22 
<211> 423 
<212> DNA 
<213> Mus 

<220> 
<221> CDS 



museulus 
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<222> (1) . . (423) 
<400> 22 

atg aac ttt ggg ttc age ttg gtt ttc ctt gcc ctt att tta aaa ggt 4 8 
Met Asn Phe Gly Phe Ser Leu Val Phe Leu Ala Leu lie Leu Lys Gly 
15 10 15 

gtc cag tgt gag gtg gag ctg gtg gag tct ggg gga ggc eta gtg cag 96 
Val Gin Cys Glu Val Glu Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 

cct gga ggg tec ctg aaa etc tee tgt gea gcc tct gga ttc ace ttc 144 
Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

agt act ttt ggc atg tct tgg gtt cgc cag act cca gae aag agg ctg 192 
Ser Thr Phe Gly Met Ser Trp Val Arg Gin Thr Pro Asp Lys Arg Leu 
50 55 60 

gag ttg gtc gca ace att aat agt aat ggt ggt agg ace tat tat eta 240 
Glu Leu Val Ala Thr He Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu 
65 70 75 80 

gae agt gtg aag ggc cga ttc ace ate tec aga gaa aat gcc aag aac 288 
Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg Glu Asn Ala Lys Asn 
85 90 95 

acc ctg tac ctg caa atg age agt ctg aag tct gag gae aca gee atg 336 
Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 110 

tat tac tgt gca aga gat ggg gga eta eta egg gat tec gcc tgg ttt 384 
Tyr Tyr Cys Ala Arg Asp Gly Gly Leu Leu Arg Asp Ser Ala Tirp Phe 
115 120 125 

get tac tgg ggc caa ggg act ctg gtc act gtc tct gca 423 
Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 23 
<211> 141 
<212> PRT 

<213> Mus musculus 
<400> 23 

Met Asn Phe Gly Phe Ser Leu Val Phe Leu Ala Leu He Leu Lys Gly 
15 10 15 

Val Gin Cys Glu Val Glu Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Ser Thr Phe Gly Met Ser Trp Val Arg Gin Thr Pro Asp Lys Arg Leu 
50 55 60 

Glu Leu Val Ala Thr He Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu 
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65 70 75 80 

Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Glu Asn Ala Lys Asn 
85 90 ^5 

Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 110 

Tyr Tyr Cys Ala Arg Asp Gly Gly Leu Leu Arg Asp Ser Ala Trp Phe 
115 120 125 

Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 24 
<211> 399 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (399) 

<400> 24 

atg agg tgc ctt get cag ctt ctg ggg ctg ctt gtg etc tgg ate cct 48 

Met Arg Cys Leu Ala Gin Leu Leu Gly Leu Leu Val Leu Trp He Pro 
15 10 15 

gga gcc att ggg gat att gtg atg act cag get gcaicce tct gta ect 96 
Gly Ala He Gly Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro 
20 25 30 

gte act cet gga gag tea gta tee ate tec tge agg tet agt acg agt 144 
Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg Ser Ser Thr Ser 
35 40 45 

etc ctg cat ggt aat ggc aac act tac ttg tat tgg tte ctg cag agg 192 
Leu Leu His Gly Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg 
50 55 60 

cca ggc cag tct cct cag etc ctg ata tat egg atg tec aac ctt gcc 
Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala 
65 70 75 80 

tea gga gtc cca gac agg ttc agt ggc agt ggg tea gga act get tte 
Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe 
85 90 95 

aca ctg aga ate agt aga gtg gag get gag gat gtg ggt att tat tac 336 
Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr 
100 105 110 

tgt atg cag eat eta gaa tat cet tte acg ttc gga ggg ggg ace aag 384 
Cys Met Gin His Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys 
115 120 125 



240 



288 



ctg gaa ata aaa egg 



399 
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Leu Glu He Lys Arg 
130 



<210> 25 
<211> 133 
<212> PRT 

<213> Mus mus cuius 
<400> 25 

Met Arg Cys Leu Ala Gin Leu Leu Gly Leu Leu Val Leu Trp He Pro 
15 10 15 

Gly Ala He Gly Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro 
20 25 30 

Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg Ser Ser Thr Ser 
35 40 45 

Leu Leu His Gly Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg 
50 55 60 

Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala 
65 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe 
85 90 95 

Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr 
100 105 110 

Cys Met Gin His Leu Glu Tyr Pro Phe Thr Phe Gly Gly Gly Thr Lys 
115 120 125 

Leu Glu He Lys Arg * 
130 



<210> 26 

<211> 423 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (423) 

<400> 26 

atg gac ttt ggg ttc age ttg gtt 
Met Asp Phe Gly Phe Ser Leu Val 
1 5 

gtc cag tgt gag gtg gag ctg gtg 
Val Gin Cys Glu Val Glu Leu Val 
20 

cct gga ggg tec ctg aaa etc tec 
Pro Gly Gly Ser Leu Lys Leu Ser 



ttc ett gee ett att tta aaa ggt 48 
Phe Leu Ala Leu He Leu Lys Gly 
10 15 

gag tct ggg gga ggc tta gtg cag 96 
Glu Ser Gly Gly Gly Leu Val Gin 
25 30 

tgt gca gcc tct gga ttc ace ttc 144 
Cys Ala Ala Ser Gly Phe Thr Phe 
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35 40 45 

agt agt tat ggc atg tct tgg gtt cgc cag act cca gac aag agg ctg 192 
Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Thr Pro Asp Lys Arg Leu 
50 55 60 

gag ttg gtc gca acc att aat agt aat ggt ggt agg acc tat tat eta 240 
Glu Leu Val Ala Thr lie Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu 
65 70 75 80 

gac agt gtg aag ggc cga ttc acc ate tec aga gac aat gee aag aae 288 
Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

acc ctg tac ctg caa atg age agt ctg aag tct gag gac aca gee atg 336 
Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 110 

tat tac tgt gca aga gat ggg gga etc eta cga gat tee gee tgg ttt 384 
Tyr Tyr Cys Ala Arg Asp Gly Gly Leu Leu Arg Asp Ser Ala Trp Phe 
115 120 125 

get tac tgg ggc caa ggg act ctg gtc act gtc tct gca 423 
Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 27 

<211> 141 

<212> PRT 

<213> Mus mus cuius 

<400> 27 

Met Asp Phe Gly Phe Ser Leu Val Phe Leu Ala Leu He Leu Lys Gly 
15 10 15 

Val Gin Cys Glu Val Glu Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Thr Pro Asp Lys Arg Leu 
50 55 60 

Glu Leu Val Ala Thr He Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu 
65 70 75 80 

Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 110 

Tyr Tyr Cys Ala Arg Asp Gly Gly Leu Leu Arg Asp Ser Ala Trp Phe 
115 120 125 



Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
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130 



135 



140 



<210> 28 

<211> 384 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (384) 

<400> 28 

atg agg gcc cct get cag att ttt gga ttc ttg ttg etc tgg ttc cca 48 
Met Arg Ala Pro Ala Gin lie Phe Gly Phe Leu Leu Leu Trp Phe Pro 

15 10 15 

ggt gcc aga tgt gaa ate cag atg acc cag tot cca tec tct atg tct 
Gly Ala Arg Cys Glu lie Gin Met Thr Gin Ser Pro Ser Ser Met Ser 
20 25 30 



96 



gca tct ctg gga gac aga ata acc ate act tgc cag gca act caa gac 144 
Ala Ser Leu Gly Asp Arg He Tlir He Thr Cys Gin Ala Thr Gin Asp 
35 40 45 

att gtt aag aat tta aac tgg tat cag cag aaa cca ggg aaa ccc cct 192 
He Val Lys Asn Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Pro Pro 
50 55 60 

tea ate ctg ate tat tat gca act gaa ctg gca gaa ggg gtc cca tea 240 
Ser lie Leu He Tyr Tyr Ala Thr Glu Leu Ala Glu Gly Val Pro Ser 
65 70 75 80 

agg ttc agt ggc agt ggg tct ggg tea gac tat tct ctg aea ate age 288 
Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Tyr Ser Leu Thr He Ser 
85 90 95 

aac ctg gag tct gaa gat ttt gca gac tat tac tgt eta cag ttt tat 336 
Asn Leu Glu Ser Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gin Phe Tyr 
100 105 110 

gac ttt eeg etc acg ttc ggt get ggg ace aag ctg gag ctg aaa egg 384 
Asp Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg 
115 120 125 



<210> 29 

<211> 128 

<212> PRT 

<213> Mus musculus 

<400> 29 

Met Arg Ala Pro Ala Gin He Phe Gly Phe Leu Leu Leu Trp Phe Pro 
15 10 15 

Gly Ala Arg Cys Glu He Gin Met Thr Gin Ser Pro Ser Ser Met Ser 
20 25 30 
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Ala Ser Leu Gly Asp Arg lie Thr lie Thr Cys Gin Ala Thr Gin Asp 
35 40 45 

lie Val Lys Asn Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Pro Pro 
50 55 60 

Ser lie Leu lie Tyr Tyr Ala Thr Glu Leu Ala Glu Gly Val Pro Ser 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Tyr Ser Leu Thr lie Ser 
85 90 95 

Asn Leu Glu Ser Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gin Phe Tyr 
100 105 110 

Asp Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg 
115 120 125 



<210> 30 

<211> 420 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (420) 

<400> 30 

atg gga tgg age tat ate ate ttc ttt ctg gta gea aca get aea ggt 48 
Met Gly Trp Ser Tyr He He Phe Phe Leu Val Ala Thr Ala Thr Gly 
15 10 15 

gtg cae tec eag gte eag etg cag eag tet ggg eet gag ctg gtg agg 96 
Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Arg 
20 25/ 30 

cot ggg gtc tea gtg aag att tec tgc aag ggt tec ggc tae aea tte 144 
Pro Gly Val Ser Val Lys He Ser Cys Lys Gly Ser Gly Tyr Thr Phe 
35 40 45 

act gat tat get aeg cae tgg gtg agg cag agt eat gea aag agt eta 192 
Thr Asp Tyr Ala Thr His Trp Val Arg Gin Ser His Ala Lys Ser Leu 
50 55 60 

gag tgg att gga gtt att agt agt tae tet ggt aat aca aag tae aae 240 
Glu Trp He Gly Val He Ser Ser Tyr Ser Gly Asn Thr Lys Tyr Asn 
65 70 75 80 

cag aae ttt aag gae aag gee aea atg act gta gae aaa tec tec age 288 
Gin Asn Phe Lys Asp Lys Ala Thr Met Thr Val Asp Lys Ser Ser Ser 
85 90 95 

aea gee tat atg gaa ett gee aga ttg aea tet gag gat tet gee atg 33 6 
Thr Ala Tyr Met Glu Leu Ala Arg Leu Thr Ser Glu Asp Ser Ala Met 
100 105 110 
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tat tac tgt gca aga tat gat tac gac gtc egg tac tat get atg gac 384 
Tyr Tyr Cys Ala Arg Tyr Asp Tyr Asp Val Arg Tyr Tyr Ala Met Asp 
115 120 125 

tac tgg ggt caa gga acc tea gtc acc gtc tec tea 420 
Tyr Trp Gly Gin Gly Thr Ser Val Thr Val Ser Ser 
130 135 140 



<210> 31 
<211> 140 
<212> PRT 

<213> Mus musculus 
<400> 31 

Met Gly Trp Ser Tyr He He Phe Phe Leu Val Ala Thr Ala Thr Gly 
15 10 15 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Arg 
20 25 30 

Pro Gly Val Ser Val Lys He Ser Cys Lys Gly Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asp Tyr Ala Thr His Trp Val Arg Gin Ser His Ala Lys Ser Leu 
50 55 60 

Glu Trp He Gly Val He Ser Ser Tyr Ser Gly Asn Thr Lys Tyr Asn 
65 70 75 80 

Gin Asn Phe Lys Asp Lys Ala Thr Met Thr Val Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Glu Leu Ala Arg Leu Thr Ser Glu Asp Ser Ala Met 
100 105 110 

Tyr Tyr Cys Ala Arg Tyr Asp Tyr Asp Val Arg Tyr Tyr Ala Met Asp 
115 120 125 

Tyr Trp Gly Gin Gly Thr Ser Val Thr Val Ser Ser 
130 135 140 



<210> 32 
<211> 8 
<212> PRT 

<213> Mus musculus 

<400> 32 

Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 



<210> 33 
<211> 7 
<212> PRT 

<213> Mus musculus 
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<400> 33 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 34 
<211> 9 
<212> PRT 

<213> Mus mus cuius 
<400> 34 

Met Gin His Leu Glu Tyr Pro Phe Thr 
1 5 



<210> 35 
<211> 5 
<212> PRT 

<213> Mus mus cuius 
<400> 35 

Thr Phe Gly Met Ser 
1 5 



<210> 36 
<211> 17 
<212> PRT 

<213> Mus tnusculus 
<400> 36 

Thr lie Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu Asp Ser Val Lys 
15 10 15 

Gly 



<210> 37 
<211> 13 
<212> PRT 

<213> Mus mus cuius 
<400> 37 

Asp Gly Gly Leu Leu Arg Asp Ser Ala Trp Phe Ala Tyr 
15 10 



<210> 38 
<211> 8 
<212> PRT 

<213> Mus musculus 
<400> 38 

Gly Asn Gly Asn Thr Tyr Leu Tyr 
1 5 



<210> 39 
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<211> 7 
<212> PRT 

<213> Mus musculus 
<400> 39 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 40 
<211> 9 
<212> PRT 

<213> Mus musculus 
<400> 40 

Met Gin His Leu Glu Tyr Pro Phe Thr 
1 5 



<210> 41 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 41 

Ser Tyr Gly Met Ser 
1 5 



<210> 42 
<211> 17 
<212> PRT 

<213> Mus musculus 

<400> 42 

Thr lie Asn Ser Asn Gly Gly Arg Thr Tyr Tyr Leu Asp Ser Val Lys 
15 10 15 

Gly 



<210> 43 
<211> 13 
<212> PRT 

<213> Mus musculus 

<400> 43 

Asp Gly Gly Leu Leu Arg Asp Ser Ala Trp Phe Ala Tyr 
15 10 



<210> 44 
<211> 11 
<212> PRT 

<213> Mus musculus 
<400> 44 

Gin Ala Thr Gin Asp lie Val Lys Asn Leu Asn 



■■4 
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10 



<210> 45 

<211> 7 

<212> PRT 

<213> Mus mus cuius 

<400> 45 

Tyr Ala Thr Glu lieu Ala Glu 
1 5 



<210> 46 
<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 46 

Leu Gin Phe Tyr Asp Phe Pro Leu Thr 
1 5 



<210> 47 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 47 

Asp Tyr Ala Thr His 
1 5 



<210> 48 

<211> 9 

<212> PRT 

<2r3> Mus musculus 

<400> 48 

Val lie Ser Ser Tyr Ser Gly Asn Thr 
1 5 



<210> 49 

<211> 12 

<212> PRT 

<213> Mus musculus 

<400> 49 

Tyr Asp Tyr Asp Val Arg Tyr Tyr Ala Met Asp Tyr 
15 10 



<210> 50 

<211> 3017 

<212> DNA 

<213> Homo sapiens 
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<400> 50 

agcggggcga tgcccagcag ataagccagg caaacctcgg tgtgatcgaa gaagccaatt 60 
tgagactcag cctagtccag gcaagctact ggcacctgct gctctcaact aacctccaca 120 
caatggtgtt cgcattttgg aaggtctttc tgatcctaag ctgccttgca ggtcaggtta 180 
etgtggtgca agtgaccatc ccagacggtt tcgtgaacgt gactgttgga tctaatgtca 240 
ctctcatctg catctacacc accactgtgg cctcccgaga acagctttcc atccagtggt 3 00 
ctttcttcca taagaaggag atggagccaa tttctattta cttttctcaa ggtggacaag 360 
ctgtagccat cgggcaattt aaagatcgaa ttacagggtc caacgatcca ggtaatgcat 420 
ctatcactat ctcgcatatg cagccagcag acagtggaat ttacatctgc gatgttaaca 480 
accccccaga ctttctcggc caaaaccaag gcatcctcaa cgtcagtgtg ttagtgaaac 540 
cttctaagcc cctttgtagc gttcaaggaa gaccagaaac tggccacact atttcccttt 600 
cctgtctctc tgcgcttgga acaccttccc ctgtgtacta ctggcataaa cttgagggaa 660 
gagacatcgt gccagtgaaa gaaaacttca acccaaccac cgggattttg gtcattggaa 72 0 
atctgacaaa ttttgaacaa ggttattacc agtgtactgc catcaacaga cttggcaata 780 
gttcctgcga aatcgatctc acttcttcac atccagaagt tggaatcatt gttggggcct 840 
tgattggtag cctggtaggt gccgccatca tcatctctgt tgtgtgcttc gcaaggaata 900 
aggcaaaagc aaaggcaaaa gaaagaaatt ctaagaccat cgcggaactt gagccaatga 960 
caaagataaa cccaagggga gaaagcgaag caatgccaag agaagacgct acccaactag 102 0 
aagtaactct accatcttcc attcatgaga ctggccctga taccatccaa gaaccagact 1080 
atgagccaaa gcctactcag gagcctgccc cagagcctgc cccaggatca gagcctatgg 1140 
cagtgcctga ccttgacatc gagctggagc tggagccaga aacgcagtcg gaattggagc 12 00 
cagagccaga gccagagcca gagtcagagc ctggggttgt agttgagccc ttaagtgaag 12 60 
atgaaaaggg agtggttaag gcataggctg gtggcctaag tacagcatta atcattaagg 132 0 
aacccattac tgccatttgg aattcaaata acctaaccaa cctccacctc ctccttccat 1380 
tttgaccaac cttcttctaa caaggtgctc attcctacta tgaatccaga ataaacacgc 1440 
caagataaca gctaaatcag caagggttcc tgtattacca atatagaata ctaacaattt 1500 
tactaacacg taagcataac aaatgacagg gcaagtgatt tctaacttag ttgagttttg 15 60 
caacagtacc tgtgttgtta tttcagaaaa tattatttct ctctttttaa ctactctttt 162 0 
tttttatttt ggacagagtc ttgctccgtc gcgcaggctg tgatcgtagt ggtgcgatct 1680 
cggctcactg cggcctccgc tccctgggtt cgggcgattc tcctgcctgg gcctcctgag 1740 
tggctgggac tgcaggcacg tgccgccacg cccggctaat tttttgtatt tttggtagag 1800 
atggggtttc acgttgttgg ccaggatggt ctccatctcc tgacctcatg atccgcccac 1860 
cttggcctcc caaaatgctg ggattacagg catgagccac tgcgcccggc ctctttttag 1920 
ctactcttat gttccacatg cacatatgac aaggtggcat taattagatt caatattatt 1980 
tctaggaata gttcctcatt catttttata ttgaccacta agaaaataat tcatcagcat 2040 
tatctcatag attggaaaat tttctccaaa tacaatagag gagaatatgt aaagggtata 2100 
cattaattgg tacgtagcat ttaaaatcag gtcttataat taatgcttca ttcctcatat 2160 
tagatttccc aagaaatcac cctggtatcc aatatctgag catggcaaat ttaaaaaata 2220 
acacaatttc ttgcctgtga ccctagcact ttgggaggcc gaggcaggtg gatcacctga 2280 
ggtcaggggt tcgagaccag cctggccgac atggcgaagc cccttctctg ctaggaatgc 2340 
agaaattggc tgggcgtggt ggtgcatgcc tgtagtcccg gctacttggg aggctgaggc 2400 
aggagagtcg cttgaaccca gggggtggag gttgcagtga gccgagattg tgccactgca 2460 
ctccaacctg ggtgacggag tgagattcca tctgaaaaac aaaaacaaaa acagaaaaca 2520 
aacaaacaaa aaacaaaaaa tccccacaac tttgtcaaat aatgtacagg caaacacttt 2580 
caaatataat ttccttcagt gaatacaaaa tgttgatatc ataggtgatg tacaatttag 2640 
ttttgaatga gttattatgt tatcactgtg tctgatgtta tctactttga aaggcagtcc 2700 
agaaaagtgt tctaagtgaa ctcttaagat ctattttaga taatttcaac taattaaata 2760 
acctgtttta ctgcctgtac attccacatt aataaagcga taccaatctt atatgaatgc 2 82 0 
taatattact aaaatgcact gatatcactt cttcttccac tgttgaaaag ctttctcatg 2880 
atcatatttc acccacatct caccttgaag aaacttacag gtagacttac cttttcactt 294 0 
gtggaattaa tcatatttaa atcttacttt aaggctcaat aaataatact cataatgtcc 3 00 0 
caaaaaaaaa aaaaaaa -snn^ 



